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SEQ 10 N° 1 : NS1 protein of dengue virus serotype 1 
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acq aqg acc gog ccg cct ccg atg acg c 5 c act gca gee ggc *^g 9" aca c=g cac cca 
Mc? all al5 ael lau aar mec thi cys U^ala v ai gly mec v*l chr lau cyr leu 

q« 2 g t c acg gee caa gcg gac teg gga cce gca ate aac egg aag ggc aga ccc aaa 

Ity val me! val gla Ila as? ser |ly cya val ile a«a tcp lys gly *-rg glu l*u ly* 
121/<1 1S1/S1 

tgc gga age ggc act ccc gec aee gaa gec cac acc egg aca gag cm c« aaa etc 

cys gly *er gly He ph«s val chr asn glu val hi* chr crp chr glu gin cyr lys phe 

cag'gee gac ccc cca aaa aga ccg tea gca gec act ggg aag gci eqg gag gag ggc gcg 
gin III asp ser pro 1/5 arg leu sar ala j£* gly ly» *1* trp glu glu gly val 

* CC cga cca gec acg cgC ccc gag aac acc acg egg aag caa aca tea aac gaa 

c^S l!y *!• arg «tr *U cttr *rg lau glu a«n il* **e cro ly. gU *er «n glu 

iQl/lfll 331/111 

c-a aac cac acc cca ccc gaa aat g*c acg *aa ccc aca gcg get gca gga gat gec aac 

III 111 hts ill ill ill 111 aan lap mat ly. ph. chc val val val gly *.? *i* •« 

391/131 

aga act ccg gec cag ggg aaa aaa acg acc agg cca caa ccc atg gaa cac aaa tac cca 
lly 111 ill III gin gly iy* lys me? lie arg pro gin pro mmt glu hi. ly. eyr s*r 

tll'lil age egg gga aaa gec aag acc aca gga gca gac aca cag aac acc acc see acc 
1% lys sir elp lly lys Ila ly 3 ile ile |ly aU ae ? chr gin asn chr chr pa* il« 

Iwglc ggc cca gac -ct cca ga* cgc ccc III g*c caa aga gcg tgg aac acc egg gaa 
ile lap gly pro asp cftr pro glu cys pro aau asp gin arg ala crp «sa He crp giu 
541/lfll 371/191 

grc gag gac Cac ggg ccc gga acc ccc acg aca a*c aca tgg ccg aaa ctg cgc gac ccc 
III III l.p tyr sly phe gly ile phe chr chr asn ile crp L«» ly« l«u arg aap «r 

cac^cc caa acg cgc cac cac egg cca acg cca'gcc gec gec aa* gac age aag gca gec 

cyr Chr gin mec cys asp hi* arg leu mec ser ala ala val i.y» acp ly. ala val 

fifil/221 691/231 

^gec S ac acg ggg cac tgg ata gaa age gaa aag aac gag acc egg aag cca gcg aga 

til III lap me! gly cyr cl| !!• «r Sju ly. asn glu chr crp lys I.u ala arg 




aac Cac 



c aga cca ggg cat ccc aca caa aca gca ggg c« egg cac cca ggt aag ccg gaa 

r arg pro gl/ cyr phc cHr gin chr ala gly pro crp Hi* l«u gly 1/s leu glu 

^Ql/*5fll 931/311 

ccg gac ccc gac ccg tgc gaa ggc acc aca gec gec gcg gac gaa cac cgc gga aac cga 

III III P^e Isp 1*2 c?s Ilu lly chr chr val val val asp glu hi. cy* gly asn arg 

>«X/3ai L 9 y??i ... , r.. tetc aaa 




11H/371 



acc aga cca gec aag gag aag gag gag aac cca gtc aog cca acg gec tec gca caa 
ile arg pro v*l lye glu lys glu glu aan leu v ai arg 3«r cneC val «r ala 
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Figure 4 
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FIGURE 7 



•)9/ 980839 



WO00HW65 FCT/FR00/0J620 



8/8 



Xornni Mo. 


OT) MAC TpM FJ 


OD NS1 FJ 


viral isolation 


1 


U«JW 


1 13 




7 


A ^5 




+ 


-x 

J 


0-364 


0-6 




A 


v r O 


0.65 




D 




0 75 




6 


0.968 






7 


1.013 






8 


1.101 






9 


1.159 






10 


1.278 


0.61 




111 


1.336 






12 


1.448 






13 


1.466 






14 


1.501 






15 


1.523 


1.19 




16 


1.587 






17 


1.940 






18 


2.109 







Figure 8 



